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Citrobacter freundii complex 44 0 0 0 100 100 100 68 84 100 100 100

Citrobacter koseri 90 0 99 99 99 98 99 99 98 100 100 100

Enterobacter cloacae complex 108 0 0 0 98 86 90 74 80 98 100 95

Escherichia coli 3607 56 74 91 94 99 77 80 95 98 97 100 94 90

Klebsiella aerogenes 31 0 0 0 100 94 94 77 84 100 100 94

Klebsiella oxytoca 151 0 90 91 99 96 96 92 93 99 100 99

Klebsiella pneumoniae 394 0 89 92 97 84 86 94 95 95 99 90

Morganella morganii 43 0 0 0 88 0 84 88 93 95 100 100 88

Proteus mirabilis 190 91 98 97 97 0 89 92 98 99 99 100 98

Serratia marcescens 46 0 0 0 100 0 85 87 89 91 98 100 85

Antibiotics in common use (1st line reporting) Reserved (2nd line reporting)
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